The measurement of protein degradation in response to oxidative stress.
This paper briefly outlines several different systems in which radical/oxidant effects on protein degradation can be studied. Erythrocytes, reticulocytes, skeletal muscles, bacteria, mitochondria, cell lysates, cell-free extracts, and isolated proteases are all useful systems, each of which has different advantages and limitations. It is hoped that dissemination of these techniques and approaches will stimulate further study of protein degradation, both as a result and as an index of oxidative stress.